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BMIHRREERIRI T1840F, HERTREEYS, REBEMT) (EEEFZEE) (The British Medical Journal, #E#iThe BMJ) Mi{5&. fEANEF—RNNEWESFMRREEDT, hEFEIEEF LT
ENEHE, B THRBESH TRLInFASEHESEET .

BMJ Journals

AL 70 ESIT], Eim1/3EiEAMigHER S —o X, B =EmOs ST (The BMJ) (BAEET39.89) Z4b, AEE (BFw) . (KEREE) . (EEEmIEFZRE) |
(BERz) . (ERZ. FEIRIFREERERS) . (BM RESEE) &

BMJ Best Practice

THEERIEFRFARZFRRS—, RHSEL A, BENSrER AlnRAFRHEN S, WieUREERERNR, ShRnFELENTE, Ff, SREEMIHE, TaxEEaTS
SREC AT HE. BAOETESR, HENETTWSEeSTing, (FERSHEE. Baa G MNRAR.

HEEZER. MEXERELIRS "BMIEZR" .

B3N TiauEE, NRREEEZEUERE, 5ES .

REBEEFZEERE




1.3 EIBEIEXNWSEEIVEEE—
BMJ Research to Publication (BMIEZFHRIZITS

FIEMNRER)

AY

A

BMJ Research to Publication (BMJESATEIRITSESIE ASE)

ihmEpahk: https://new-learning.bmj.com/research-to-publication

EtHmER: 2022665 2H—20225882H
EREE

SRR

Research to Publication (#&#rRtoP) EBMJdkx £6 (BM)) Sin MFFIB2sd (UCSF) #FaErPEmEfsA R, SENE)SRSaE T, ESErNEFHsnaiSitt A= rEiRE.
e A REARIREDFHESA 1 FEERE R = =0ss.

Research to Publication AMUNEZUHARSIEN, SHAEEIN IZMEA, BHESIFRREEFHSISTE, @7 EFHRRIIAEEFTNREE &, aENERASEHRTE. BREREHTA
% (RS ECintER) | BiRGHsEER. TERESHRTTSTHENEIIERERE. eFIREasa=6, aiEHEiA B TR A= S B FITi.

ART—RATREENSHEE, FEERSFNETR, AbMIHEERMUCSHERSSEEFTSIRS 15Tk, EEFMEFREAAIEMETTEET B it Tl.

RBM) OpeniZfstitstaZit, RILIFZAPCER2 SRR,

iRREE, RS iR

1. M — i FRYE RSl

2. AR s A RTiss

3. EEEEATR IS TRE

4. BEFSHCE

5. AR AT ERa AT HIER
b. laFRHE PR EEE



1.3 EBIEENEESIEE—
Complete Anatomy 3DfEE!2R{4

Complete Anatomy 3DEEZIIE {4

SRt

1. #isEApple store, Windows store, #4557, VivoRi Az Complete Anatomy F#iPhone, iPad, sBBiEiRsiZ=s I ES5000REE;
2. ERiEELL FaEE

Apple store: https://apps.apple.com/cn/app/id1309253074

Windows Store: https://www.microsoft.com/zh-cn/p/complete-anatomy-platform-2020/9nblggh40f2t?activetab=pivot:overviewtab
WindowsZ£E%2350: hitps://completeanatomy.cn/zh-hans/windows-manual-installation?language=zh&region=cn&currency=CNY
EEWindows 108 LASKEF=2EEH

2k

A https://url.coud.huawei.com/gOCPo9DkYg

VivoriH: https:.//hScomlvivo.com.cn/h5coml/appdetail h5/browser vZ2/index.html?appld=3398280&resource=301&source=7
AR Bt ASAESE, EREEREEERNIR. FHEEEED: 4PUMAGATBK2, FmiEEiES: WGEGEWEGSE27P
ilHmE: BEHEE202257H318

FREEET
Complete AnatomyZ2ZFH/RIE FRISDEATUAAERETS, SEETZFIGray sESIEEES, aRSESTENERNDFSHER, E17000MARSH, AEllEEERL, SRIRSTAmEIFI0EE, =
FFAR (S53i=c) Thee, LRSS 3000 Earifn=fm, 1500 MIeif S EEfINEs 1 S00-Mariil St AREFRE. TETFL. SR, ZFhEiia.

[R5
1. —=\RE WE" AP, EEAS HET i ET | iTE:



1.3 EBIEIENYSEENEEE—
OsmosisEIEZE

Osmosis&FERE

SRR

1. EHETHAEETMEShttps://www.osmosis.org/cohort-invite?id=15408k=uSTITPX5SICmEqOnUys1zExBQCeuAsj0
2. AR ibwww.osmosis.org/

wiEs=R: BdLAEETWESRE, TIRSAM.

atFAmE: BEEZE202257H318

HRIEHEHES |

Osmosisi@izm 2022

FREERE
HF—AarREPAEHLSEFEENSEGEEFSERTS. ETfEEM Rl ENSS=, EEEd 1800 ~EFEElE, BE=mE. £, HENnrcBEES5E5FE, Bom 22000 85, B2
FREEMESEED, Al SREFFIEE NS,



1.3 EIBIEIEN G SN EEE—
Taylor & FrancisEZFHAFEUERE

Taylor & FrancisEEZHATEIBEE

hiEEHE: http:/fwww.tandfonline.com/

Taylor & Francis BISTEAHIEHERERCERIEE S, [EREHINEER. eV AAEEFHNEERRSAFEHA:

822058t FETFEREFFA BTN =RAE. LURnE#E 199850 RMAE (IR IFr@ssatEiE) , Eh84%nETamimSErl 75 RS Mx. BE=RE R lier, Mohi £ saETsS
AHDPE IEFREEETSHERT. SRR EEER. aNFSsEZ.

EELI 0N BEEEAE: £Rh, OiERTE, diREwF, IEES, EREFSERME, BESEE, GuESHmEs, Aoils, BERTF, 2RESF, IRFS5hET, fEaF5KER
F, R TREET, £aRlE, EFE, #EFSHSiN, PETE, IRER, RRPE, 8RF BERERE, JIRFE, 5%, BeEFE, B8F, FREF, /i, SBF, BRF5EHEE.

BIOANESS riztiiars. AR E0EETE0ERE, BES M.

mEBERERIEE
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1.1 EMENEFRSWESIREE—AO

1.2 BBEERML/HA SIESiEFERR

1.3 EREERWTE I EIEENE
1. EMWEYEFRSINIER

2. ERENERFRIR

i EE:

ClinicalKey Student f5REFH B EIEE

NEJM EvidenceHAF]

BMIREEZHEFES

BMJ Research to Publication (BMIEZIARIZITEEFIENATR)
Complete Anatomy 3DfESIER4

OsmosisEIERE

Taylor & FrancisEZEATIEEEZE

IET{ L

AMAZEEEZS

Bentham Science ZFHATI £ EUREE
ClinicalKeyEEZFE2E

CSHL [EESREEYILINEE]
Faculty of 1000

JOVE (SEIQAISTHAT])
NEIMFTERIE=EFZE
SpringerProtocolsSCiG =18 REIHURERE
Thieme journal

Begell

Cell Press
CSDRIFFERIAREERE
Handbook of Porphyrin Science
Methods in Enzymology
SciFinder
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2.1 EREYIER SR E— Y SR SRR

FrAEEE: TERRFYIEE EREEREANEMEEEUERE. RIEFIIDFREARE,

XA[3:
® DNAFFIE

N

ﬁl'_E\_

40 GenBank (https://www.ncbi.nlm.nih.gov/genbank/) . ENA (https://www.ebi.ac.uk/ena/browser/home) .

DDBJ(https://mww.ddbj.nig.ac.jp/index-e.html)ZE

® RNAFFIEL

N

I'—"IJE

ANIETRAIRNAZIEZE (The non-coding RNA database, ncRNAdD, http://biobases.ibch.poznan.pl/ncrna/) ,
F/I\RNAZIEZE (The micoRNA dabae, miRBase, https://www.mirbase.org/)Z&

WNIEAERGRSR (The Universal Protein Resource,UniProt, https://www.uniprot.org/)Zs

o EREBFFIZL

/

(=7

7

e E EEEEERE (The Saccharomyces Genome Database,SGD, https://www.yeastgenome.org/). FRE

EZH{SE (Mouse Genome Informatics, MGI, http://www.informatics.jax.org/)Z5,



2.1 BRSSP R — Y SRS SRR

SHEIEE . FEWNREHR. SH=HEAXEAMIEIRNE) LANES. HFs. BkEay
MIZER A BRI SR

® EHREEURERE

(The ProteinData Bank, PDB, https://www.rcsb.ong/)

® ZBR LS TIEUE

( the Nucleic Acid Database, NDB, http://ndbserver.rutgers.edu/)

® SIIFLEFAEERE BE(The Cambridge Structural Database, CSD,
https://www.ccdc.cam.ac.uk/solutions/csd-core/components/csd/)Zx.

A




2.1 BRSPS E— e S SRR

EhgsiErE: TERRERAEELSE, NSEEIRNEES. REREEFFSIES

® {[1 NCBIRYEREABEE (https://www.ncbi.nlm.nih.gov/genome), EBIBYEnsembl
(https://asai.ensembl.org/index.html). UCSCEREB NS EE#3ERE( The UCSC
Genome Browser database, http://genome.ucsc.edu/) <

RTHEE: TE2NR ERRTURSEEHIRE B85S TSLJFEI’—H%M RS A B EE A
® 5 SR IR GRS BISRS T SR, R EERSSIEEE
JZ£( Database of single nucleotide polymophisms, dbSNP,
https://www.ncbi.nlm.nih.gov/snp/). AZEXEEZEZEIEZE( Human Gene Mutation
Databae ,HGMD, https://www.hgmd.cf.ac.uk/ac/index.php)FE 4Fik(\ REUEEFE
WERE —(REE— RN ERRTMSSMEERE, WA KIREPS3583E
ZHEZE (p53 Mutation in Human Cancer http://p53.fr/). APCERIZRZTZGE
(http://umd.be/APC/)Z,

~a
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2.1 EAEYERFRR—LMERFL

NaNSHERE . TERER STHEEMERE BRI HER
® {[IPubMed(https://pubmed.nchi.nlm.nih.gov/). TELEAEBZE/RIEEEL
(Online Mendelian Inheritance in Man, OMIM, https://omim.org/)Z,

TR

ZE

I
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2.2 EREMERFRFE—/ MM EYERFEIEE

TZBR 5 | &R -

® GenBank, ENAFIDDBIZHRIGEME. MRS AKHIL AR 77 EEE 1R
SRIATE EARZER RS MABXRAN B IEY) TR, Bl 8RB T20E R,
LURFSEGT. SRERVEUE.

1. GenBank (https://www.ncbi.nlm.nih.gov/genbank/)2HEEEZ4AE ¥R ARSE T NNCB) EIEF %

PPRBEGEE MR ATEZEE PR E, B15RE S VBRI =R R R M EER NEFIE=E
£, GenBank FUERIET L9140 000M0Fe, HAP26%0Z2 AXBIEREBRFY, FiER7IFEI20% 2 A3
HIESTRY, E&KGenBankEEICRE AN FIIHEEMA SRR FERR. YHDRBFR. SEHL.
FIWSIERUNFIAS, FYEHERBEE EXIFIEESIE TR NRBX., &RET. 28K

. RTMNR. BifRE. FIECRENIDRE TN FE, WHESS (BCT)mER(VRL), REKE
(PRI), MEESS(ROD)LANESTEIE BERAEFYEIRGSS)EEE, ERERYEIEHTC)FL0ZRKH
FESTEIREN o ka T E. JLAMNCBIRIFTPARSS 28 £ ZE FEGenBankAIEHELA N FRERYHT
R, TIRMHEIEEIR. BLASTEHIEOITIRS.
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2.2 EAEYERFRE—/ MM EEFEHIREE
BRI PIIEE

® GenBank, ENAFIDDBIZHRIGEME. MRS AKHIL AR 77 EEE 1R
SRIATE EARZER RS MABXRAN B IEY) TR, Bl 8RB T20E R,
LURFSEGT. SRERVEUE.

2. ENA ( European Nucleotide Archive (ENA) ZERFFIEEEZE (https://www.ebi.ac.uk/ena) R E PR =AI%EE

FFHEIREZ— , AEGNEYESEZARET( EB)EENMER, FTRWERNUNRIZEFF ISR, RIIFAR
B LA B XA G Z (free text search), FRAUFEIEFEZR( Sequence similarity search) EiEC REHPHIIZER
FHEESEFTP REEUE.

3. DDBJ(DNA Data Bank of Japan, BZANZEREERE, http://www.ddbj.nig.ac.jp/) 19872, HAEZREEZ
ARET(NIG)BEE, FEWETLNMNBXAZEREWE, #1EZE20175124(111.0 hy), HIR948 165 3155 %
%1).802 943 314 196N i E., DDBJ =TRMHARSA . TXSearch, BLAST. Clustal WEEUBIE RO TE,
DAR: SRR A T BN ER A FR RS 22 45( Nuleotide Sequence Submission System, NSSS). #{ B3R R %

( Mass Submission System, MSS)&,



https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources
https://www.elixir-europe.org/platforms/data/core-data-resources

2.2 B E R  F— FE S R S SR

BARFEERE:

1. PIR ( http://pir. georgetown. edu ) & — /N ZFFIL R4 2% R A T2 T R G E P 405
WA I YR B YT, 1984 4F, iy S8 | A4 Py BE - W 5 3k 62 25 (NBRF) € 2 . PIR-[E PR H T3
B E ( PIR-international protein sequence database , PIR-PSD) & {5 F &8 — 4 H A 0B M GE B
HE B BE L i PIR 58 8 B A i B A 5 B o0 ( Munich Information Center for Protein Se-
quences , MIPS) 1 [ /f\[rw,;\j-[ {5 BV E (Japan International ) dL[@] 447, PIR $E 41 =Fp ¢ 91 ks &
M 55« kT SCAS Y 28 1 CAG 2R AR HE Y P S0 AH LIS 28, 4046 BLAST (FASTA 5§ ;254 e AR U 1

B B AR (R B R RRR , (ARR TR R AL PR R S B R 5



2.2 EREMERFRR—/ M EMEEFE

BARFEERE:

THI
i

J

2. UniProt ( Universal Protein Resource,http://www. uniprot. org/) & — 8Pk E M
Jo7 9 I R 55 LA 9 U AR BUHK R A2 i B R IEWGR B R E bz e R e
A1 — 2 % . UniProt 2 H BN 4 99015 B 220 %8 W ( European Blomlmnmlus Institute , EBI) Fi 4=
P4 B 22 0F98 i ( Swiss Institute of Bioinformatics, SIB) P Mz 36 [E & {1 i {5 B, % I ( Protein Information
Resorce , PIR ) = ZZHLF 3 [E] 4 i) UniProt #4425 (UniProt Consortium ) ffy 1] & i) — 4~ 88 1 )it ¢ I &%
5 2E | B AE 0 N B D E oS BTN D1 32 B — A~ E A s e 91 % i,lisﬂl)@m‘iu}flru (9 Z /Y e Jo
(1 FE 0] G B i A SL S 8088 42 . H #17, UniProt B 4 /4 35 22 i 43 41 1 : UniProt %12 )% ( UnoProt Knowl-
edgebase , UnoProtKB ) UniProt Z%; 42 % ( UnoProt Reference Clusters, UnoRef) ,UniProt 3 4% % ( UniPro
Archive . UniParc) il UniProt %2 KL R 2H 2 5 B 55 3804 9 1y 91 B0 45 JE ( Metagenomic and Environmental Se-
quence Database, UniMES) , #— "f‘?iﬁiii'i'ﬂ\'ﬁllﬁ-f AmidedT 704 UniProt J&—> ) fir & i H 2 %
Y KR JE , BHIF N B3 ] 8 i B o0 i R 2R R ZR Bl T 2K

AN

1IN
09



2.2 EREMERFRR—/ M EMEEFE

BARFEERE:

THI
i

A==

3. Swiss-Prot #iBE thit H N K25 EBI F 1986 4E 1, Hfij C & Jf A UniProt (4
2 Bl UniProtKB/Swiss-Prot, [¥ fi- & http:/ebi. ac. uk/uniprot/, 8¢ B % 1Jj [1] http :/ www. uniprot. org
Swiss-Prot Ji i i ik 19 T LiERERY ~“'?'JL:f/J'? (1 28 1 90 B e B 4 v B 2 R | B e A L 4
FSCHRAS B A s B RS 45 JF 5 B e~y T A s L o SRR R A R L
i 9 P2 A 1 Do 4 4 5

TrEMBL 3 EHE Jg Swiss-Prot (%M 78 , J&— N H LR RO B B 880 1 , 848 T MK EL
32 2 vh R 4 2 B 90 BRI AR B A9 R (T RS . BAE TrEMBL $E FE L B 44 IF A Uniprot 2045,
Hl UniProtKB/TrEMBL. .

ANy73
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2.2 EREMERFRFE—/ MM EMERFEE

BAREIEERE:

1. PDB(Protein Data Bank, https://www. rcsb. org) J& 1971 4F G119 E PR i3 25  he5e
19 8 R = 4ESS AR % . B SE i € [ Brookhaven [14%‘?,&, U AEY A T, A 1998 4ETTF IR,
th Z5 4 A P15 B A fEFFC U2 (RCSB) T 3t 45 # . 5 GenBank ¥ 3 8048 PE—#F , BHIF A 51 7T LAl 3
[ 4% B 4 m] PDB %4 PE 32 52 250

PDB & H At =29 B o0 F A58 1 . BEAE S AT 59 B B9 AS W et , 25 4 0 5 i i 32
FIORS BE LB A48 o 90 4EAR LA , 22 2k il S 4R AR B A iy 1l 8, 8 735 % 2 3 LA &5 o 19 2 |51 B 40 T Y
S 5 R AT RE L R BT AN e BOHE JE B B G . 3 2017 4F 12 A et , PDB &0 E
EElGR T FIUA X LATS NMR 28883 sl g i M ER R K EA R/ ZRESY) &R
Fe BB S SR LM B 137 322 5. axseddE th RCSB 4L A SUEREIF i R a2 4 .

PDB 248 P LA SCAS SCAFAs A7 OB | B 450 ) B — 2057 09 SO, B 48 P RP I U5 v{t{;%%
R JET AR A RS L RO KSR S I ATE R B A B R S HER GEHE T L IR R

FEERH ESTFRX . SREF. _REREE . My E S maE e E8dE. 2 H X—f‘-’ﬁi’liﬁi
A% wT LLAE G PDB -25(43&:1#11411_;:&.{!' Y W] ﬂULu oy as el g5 49 . A ik, RCSB F & /9 3 F
Web ) PDB B ERMZ B/ R, R B8 F G 8. T3 —2 7 e {E B, sk A i AL E A

RSG5 M5 B, A Ll,&;'\th‘l-‘f’/\ U1 |fi] A;. S RN N JHu- RasMol ,Cn3D 2543 F 45 ¥4 A 46 il Ak — 2 , L
A s 4 8 F EDE B s ThiE .

NS
04



2.2 EREMERFRFE—/ MM EYERFEIEE

F

BAREIEERE:

2. SCOP ( Structural Classification of Proteins )  J&32 [ E2EMF T ZE 0 &4 T Y #5056
FEMEE TP DI AL T Web 198 B &5 88 7 28 KR A0t RS, SCOP Bl
FREPLE R & AR T3S IESS &8k, ¥ PDB 38 e v 9 8 A R EME e i K il o Y . B
B /B B (o BRTEF BT/ IL) a+B B (o BRIEMN B Ih B iELE B I a5 E A K
HEMAEERmMED DEEPM IS, — L5k 7 KR FEAE b L6l b 33 S 26/ B K% K%
= PNIRKBEDGrIE . T HBHA A [FEFpE Sk U5 69 [7 I8 88 B 2K 0% , SCOP & F7h & 2 FRs e s 7
R, —HIEAB I FRERE., %288 ET 2009 47 1 A Zfrfe)ag —M(1. 75 i) , A H

SCOP Z2 B 25040 F 5 g 24k o LA 35k SCOP2 ( http : /scop2. mre-lmb. cam. ac. uk/) Fl SCOPe( http : /
scop. berkeley. edu/) R, Horp SCOP2 X SCOP 4324549 i) S BUEAT 1 5 35 M 2% |, R FH A a1 T ]
K SCOP A I S5 44 , T J0 o 4y b 22 38 2R 1 IR 45 A Fnatb 1k o6 & |, 9 B 2D A9 88 11 R 2% Y 2 0 af )
L. SCOPe 4EZER ] SCOP 43245 g {4 Z2 0f s 12647 4 47 F1 o857

3. CATH (http://www. cathdb. info/)  J&5— 3% W8 T 28R % |, 035255 (Class) 4
% (Architecture) i Fh45F4 ( Topology ) Fil ] ii44: ( Homology ) , I 9E E (S O 24T & gy, CATH s
A7 S AR S 45938 ( domains ) . 5 SCOP AS[a] 2 , CATH 48 (1540 R PUE Bl o« W EH B H
T2, a-B EFIW L5925, HET CATH 5 Gene3D 43§, 3EH CATH s i, B) CATH-Plus (v4. 2) .
w1 9500 J7 8 A F IR, YA 6119 B ZE . L T 3T SCA A 1D 3 T 9 AR 1 B AS H4 Y

NS
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NCBI£{

National Library of Medicine

MNational Center for Biotechnology Information

||
All Databases ~ l

NCBI Home
Resource List (A-7)

diloie e (1N FIE

The Mational Center for Biotechnology Information advances science and health by providing access to

All Resources biomedical and genomic information.

Chemicals & Bioassays About the NCBI | Mission | Organization | MCBI News & Blog

Data & Software
DA & RMNA

Domains & Structures

Submit

Deposit data or manuscripts
into NCBI databases

Genes & Expression

Genetics & Medicine

Genomes & Maps

Homology

Literature

Proteins

Sequence Analysis

Develop

Use NCBI APls and code
libraries to build applications

Taxonomy

Training & Tutorials

Variation

SIESI=

COoOVID-19 Information

Download Learn

Transfer NCBI data to your Find help documents, attend a
computer class or watch a tutorial

Analyze Research

Identify an NCBI tool for your Explore NCBI research and
data analysis task collaborative projects

Public health information (COC) | Research information (I II SARS-CoV-2 data (WCBI) | Prevention and

treatment information (HHS) | Espa

fiol

A 4

X1

Sieips, T, fmEviEE. I8

Popular Resources
PubMed
Bookshelf
PubMed Central
BLAST
Mucleotide
Genome

SMP

Gene

Protein
PubChem

NCEIlI News & Blog

Mew! MIH Genetic Testing Registry GTR]

RAERER TR

tactoralatad infarmatinn tn tha KIH

Connect with NCBI at ASHG 2022

05 Oct 2022

Join us October 25-29 in Los Angeles

CA We are looking forward to seeing you
in-nerenn at the Amerran Sneciete nf

Mew Upcoming NCBI Virtual Workshops!

28 Sep 2022

Apply to attend October 2022 interactive

hands-on workshops Want to learn mare
ahnnt MCRI resniirces and hmae tn

More.



NCBISEREF a2 _
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FZEES

NCBIZ{:

PubMed

PubMed® comprises more than 34 m
from MEDLINE, life science journals, ¢
links to full text content from PubMed

IF

Genome sequence assemblies, large-scale
functional genomics data, and source
biological samples
Example searches  Search for titles, cit

Assembly
DOI: 10.1158/2159-8290.CD-21-0316 Genome assembly information
Kumon, Cell 2021

. BioCollections
Database resources of the National C

Museum, herbaria, and other biorepository collections
Revealing protein-protein interactions
BioProject

Principles of Biochemistry
Biological projects providing data to NCBI

‘
R RRRIRE

HUSEHER)

Gene sequences and annotations u
references for the study of ortholog
expression, and evolution

BioSample
Descriptions of biological source materials

Genome
Genome sequencing projects by organism

Nucleotide
DNA and RNA sequences

Gene SRA
Collected information about gene loci High-throughput sequence reads

GEO DataSets LIQ%E"JEE

Functional genomics studies

GEO Profiles Iﬂﬁg%gﬂé

Gene expression and molecular abundance

N 4\ —
Hc:nmc-l-:uGeneE§§J$3H:I7j TFI=RIITD Protein Family Models

Homologous genes sets for selected organisms

Taxonomy
Taxonomic classification and nomenclature

HEERFIEE AIET
Genomes | st brym ktmar e i A

Models representing homologous proteins with a

1? HEDNAX;'-I-\ '—i)\%‘éﬁﬂ

[ ]

M/ N

Heritable DNA variations, associations with
human pathologies, and clinical diagnostics
and treatments

ClinicalTrials.gov
Privately and publicly funded clinical studies conducted

around the world Eﬂ?@%i&ﬁﬁ'ﬂ'\]ﬂ\/\*ﬂﬁ

ClinVar R mARGS

Human variations of clinical significance

dbGaP
Genotype/phenotype interaction studies

dbSNP
Short genetic variations

dbVar
Genome structural variation studies

GTR
Genetic testing registry

MedGen
Medical genetics literature and links

OMIM ARIEE S

Online mendelian inheritance in man

EIRIE

tblastn
Search translated nucleotide databases using a protein

HFEEE. J‘/i?’é
MEYDE Tiuﬁi' T8

Repository of chemical information, molecular
pathways, and tools for bioactivity screening

BioAssays
Bioactivity screening studies

compounds  EINETETRIERAZT

Chemical information with structures, information and
links

Pathways
Molecular pathways with links to genes, proteins and

hemicals SEE, BERMEY
Substances FEHEEIND FIRRER

Deposited substance and chemical information

iﬁ%ﬁ#@%ﬂ@ﬁﬁ%;.'E;mm"f““fé“ﬁ;@m%m@ﬁggﬁm IR RS R R A B A
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TP53 tumor protein p53 [ Homo sapiens (human) ]

%; Download Datasets

ummary

Gene  Gang ID: 7157, updated on 9-Oct-2022 )
Ceno Genomic context
E"j"md * Summary #/17|  Genomic regions, transcripts, and products

rgar

Expression

Catet Official Symbol TP53 provided by HGNC o
Altern Official Full Name tumor protein p53 provided by HGNC Bibliography
Annof Primary source HGNC HGNC 11998 Phenotypes
Mon-t See related EnsemblENSG00000141510 MIM:191170; AllianceGenome:HGNC: 11995 -
Prote . . Variation
. Gene type protein coding

=€t RefSeq status REVIEWED HIV-1 interactions
sequ Organism Homo sapiens ) ) ) ) ) ) o o Pathways from PubChem
cco Lineage Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi; Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini; Catarrhini;
Ense Hominidae; Homo Interactions
RefSt Also known as P53; BCCT: LFS1: BMFS5; TRPA3 General gene information
Refst Summary This gene encodes a tumor suppressor protein containing transcriptional activation, DNA binding, and oligomerization domains. The encoded Markers, Clone Names, Homolagy, Gene Ontology
Statu protein responds to diverse cellular stresses to regulate expression of target genes, thereby inducing cell cycle arrest, apoptosis, senescence, o _

7 Curre DHA repair, or changes in metabolism. Mutations in this gene are associated with a variety of human cancers, including hereditary cancers such General pratein information
as Li-Fraumeni syndrome. Alternative splicing of this gene and the use of alternate promaters result in multiple transcript variants and isoforms. NCBI Reference Sequences (RefSeq)

Claar Additional isoforms have also been shown to result from the use of alternate translation initiation codons from identical transcript variants (PMIDs:

= . Related sequences

12032546, 20937277). [provided by RefSeq, Dec 2016]
Show Expression Ubiquitous expression in spleen (RPKM 13.2), lymph node (RPKM 13.1) and 25 other tissues See more Additional links
Orthologs mouse all Locus-specific Databases

m Try the new Gene table
Try the new Transcript table
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ﬂ See also 91 discontinued or replaced items.
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“' NCBI Reference Sequences (RefSeq)
Try the new Transcript table

= RefSeqs maintained independently of Annotated Genomes

These reference sequences exist independently of genome builds. Explain

Genomic

1. NG_017013.2 RefSeqGene

Range @ 5001.242149
Download | GenBanll FASTA Bequence Viewer (Graphics), LRG_321

mRNA and Protein(s)

1. MM _000546.6 — NP _000537.3 cellular tumor antigen p53 isoform a

See identical proteins and their annotated locations for NP_000537.3

Status: REVIEWED

Description  Transcript Variant: This variant (1) can initiate franslation from two in-frame AUG start codons. The isoform represented in this variant (a,
also known as p53alpha) results fram translation initiation at the upstream start codon. Both variants 1 and 2 encode isoform a, which is
the longest isofarm.

Source sequence(s) AK223026 DA453049 X02469
Consensus CDS | CCDS11118.1
UniProtKB/Swiss-Prot | PO4637, QOUQE1
UniProtKB/TTEMBL | K7PPAS Q53GAR
Related = EMSPO0000269305.4 ENSTO0000269305.9
Conserved Domains (4) summary

cd08367 P53 P53 DMNA-binding domain
Location:109 — 288

pfam18521 TADZ, Transactivation domain 2
Location:35 — 59

pfam07710 P53_tetramer; P53 tetramerization motif
Location:319 — 355

pfam08563 P53_TAD; P53 transactivation motif
I neation:f — 30

»



FASTA -

Homo sapiens tumor protein p33 (TP353), transcript variant 1, mRNA

17

MCBI Re
iGenBanl

>NG_817
chromos
GATGGOGA
TAGAGCC
CTTTCCA
GTCACGG
ACTTAGC
GEAGACC
GTEGAGC
GEEAATC
CTCATAG
TaEGGEGET
TCTTTCC
GAAGTGEC
TGTTATT
CAGCTCA
TTGGCAG
AGGCAGG
GaTCGECC
GCCCOGA
TEAGAAT
TATCTAG
CCaCAGG
CTCGAAT
CACC TR

NCBI Reference Sequence: NM_000546.6

Send to: -

Change region shown -

() Whole sequence
® Selected region
from: (5001 to: 24149

GenBank  Graphics llﬂEﬂEHilﬂEEL
*NM_@88546.6 Homo sapiens tumor protein pS3 (TPS3), transcript

CTCAAAAGTC TAGAGCCACCGTCCAGGEAGCAGGT AGC TGC TEEGEC TCCGEEGACACTTTGE Protein o |

TGEGAGCETGCTTTCCACGACGETGACACGC T TCCCTEGAT TEECAGCCAGAC TGECTTCCG ) -
CCATGEAGGAGCCGCAGTCAGATCC TAGCGTCEAGCCCCCTETEAGTCAGGAAACATTTTCA Advanced
GAAACTACTTCCTGAAAACAACGTTCTETCOCCCTTECCGTOCCAAGCAATGEATGATTTGA

CCGGACGATATTGAACAATGETTCAC TGAAGACCCAGETCCAGATGAAGC TCCCAGAATGEC

CTCCCCCCATEGECCCCTECACCAGCAGC TCCTACACCGECGECCCCTEEACCAGCCCCCTCC FASTA - =
GTCATCTTCTGTCCCTTCCCAGAAAACCTACCAGEECAGCTACGETTTCCGTCTGEGCTTCT

GEGACAGCCAAGTCTGTGACTTGCACGTACTCCCE TEOCCTEAACAAGATGTTTTGCCAACT

CCTGCCCTARTGCAGCTGTEEET TEAT TCCACACCCOOGCCOGECACCCGLGTCCGLGCCATE CE“UIﬁr tumﬂr ﬂntigen p53 iﬁﬂfﬂ'rm a [Hﬂmﬂ Sapiensl
CAAGCAGTCACAGCACATGACGGAGETTETGAGGLGC TECCCCCACCATGAGCGC TGCTCAG

GETCTGECCCCTCCTCAGCATCTTATCOGAGTGEAAGGAAATTTGCGTGTGGAGTATTTGGEA NCBI Reference Sequence: NP_000537.3

ACACTTTTCGACATAGTGTGETGETGCCCTATGAGCCGCCTGAGGT TEECTCTEACTGTACC ) .

CTACAACTACATGTGTAACAGTTCCTGCATGGACGGCATGAACCGEAGGCCCATCCTCacca 2enPept  Identical Proteins

CTGGAAGACTCCAGTGETAATCTACTGEEACGEAACAGC TTTEAGETGEGTGTTTGTGCCTE NP_888537.3 cellular tumor antigen p53 iscform a [Homo sapiens]
GAGACCGGCGCACAGAGGAAGAGAATCTCCGLAAGAAAGGGGAGCCTCACCACGAGCTGCCC T yyerpnonpsyEPPL SQETFSDLWKL LPENNVLSPLPSQAMDDLMLSPODIEQWFTEDPGPDEAPRMPEAA h
CACTAAGCGAGCACTGCCCAACAACACCAGC TCCTC TOCCCAGCCAAAGALGAAACCACTGE

TATTTCACCCTTCAGATCCGTGEECGTGAGCGC TTOGAGATET TCCGAGAGE TEAATGAGEE PPVAPAPAARTPAAPAPAPSIHPLSSSVPSQKTYQGSYGFRLGFLHSGTAKSYTCTYSPALNKMFCQLAKT ble
TCAAGGATGCCCAGGC TEEGAAGGAGCCAGEGEEEGEAGCAGGEC TCACTCCAGCCACCTRAAG CRPVOLWVDSTPRPPGTRVRAMATYKQSOQHMTEVWVRRCPHHERCSDSDGLAPPQHLIRVEGNLRVEYLDDRN ur). 2022]
GEETCAGTCTACCTCCCGCCATAAAAAAC TCATET TCAMGACAGANHHECC TEAC TCAGACT TFRHSWVWWPYEPPEVGSDCTTIHYNYMCNSSCMGGMNRRPILTIITLEDSSGNLLGRNSFEVRVCACPGR
CCACTTCTTGTTCCCCACTRACARCCTCCCACCCCCATCTCTCCCTCCCCTRCCATTTTGGEE DRRTEEENLRKKGEPHHELPPGSTKRALPNNTSSSPOPKKKPLDGEYFTLOIRGRERFEMFRELNEALEL 155i0N
CTTTGAACCCTTGCTTGCAATAGGTGTGCATCAGAAGCACCCAGGACTTCCATTTGCTTTGT KDAQAGKEPGESRAHSSHLKSKKGOSTSRHKK LMFKTEGRDSD cer. 2022]

TCCACTGAACAAGTTGECCTGCACTGATAT TTTGT TATEEEEAGEAGEATEEEEAGTAGGACATACCAGC
TTAGATTTTAAGGTTTTTACTGTGAGEGEATGT T TEEGAGATATAAGAAATET TCTTGCAGT TAAGEETTA
GTTTACAATCAGCCACATTCTAGGTAGGGGCCCACTTCACCOTACTAACCAGGEAAGCTGTCCCTCACTG
TTGAATTTTCTCTAACTTCAAGGCCCATATCTOTOARATGCTEECAT T TECACCTACCTCACAGAGTGCA
TTGTGAGGGT TAATGAAATAATGTACATCTEECCT TEAARCCACCTTTTAT TACATGEEETCTAGAACTT
GACCCCCTTGAGGGTECTTATTCCCTCTCCCTAT TRaTCaaTaaaT TEaTAGT T TCTACAGT TEEECAGT
TGATTAGGTAGAGGGAGT TATCAAGTCTCTECTEECCCAGCCAAACCCTATCTEACAACCTCTTGOTGAA
CCTTAGTACCTAAAAGGAAATCTCACCCCATCCCACACCCTOOAGOATTTCATCTCTTGTATATGATGAT
CTGOATCCACCAAGACTTGTTTTATGCTCAGGOTCARTTTCTTTTTTCTTTTTTTTTTTITTITTITTTCTITT
TTCTTTGAGACTGEGTCTCGCTTTAT TECCCAGRCTEEAGTEEAGTEECATEATCTTEECT TACTGCAGT
CTTTGCCTCCCCGECTCRAGCAGTCCTECCTCAGCCTCCGEAGTAGCTEEEACCACAGET TCATGCCACC
ATGECCAGCCAACTTTTGCATGTTTTATAGAGATEEEETCTCACAGTAT TECCCAGECTEATCTCAAACT
CCTGEECTCAGGCGATCCACCTATCTCAGCCTCCCAGAGTECTOEEAT TACAATTATGAGCCACCACGTC
CAGCTGOAAGGOTCAACATCTTTTACATTCTGCAAGCACATCTGCATTT TCACCCCACCCTTCCCCTCCT
TCTCCCTTTTTATATCCCATTTTTATATCGATCTCTTATTT TACAATARAACTTTGCTGCCA

HPW1B-EE/ET Oncogene Mutation and p53
Expression amo [Asian Pac J Cancer Prev. 2022]

See all..
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NCBI Home How to: View the 3D structure of a protein

Resource List (A-Z) starting with

All Resources

Chemicals & Bioassays A PDB CODE (e.g. 1B3G)

Data & Software 1. Go to the Structure Home Page.
2. Enter the PDB code in the search box and press the Go button.

DMA & RNA : . :

3. Click a structure image to access its record page
Domains & Structures 4. Scroll to the molecular graphic section and click on the spin icon to load an interactive view of the structure within the web page. Alternatively, click on
Genes & Expression the launch icon to open the advanced (full feature) version of iCn3D, NCBI's web-based 3D structure viewer, in a separate window.

1-aminocyclopropane-1-carboxylate Synthase:1B8G:1-RE A G- 1-FEEE ST


http://www.rcsb.org/pdb/explore/explore.do?structureId=1B8G
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NCBI Home How to: View the 3D structure of a protein

Resource List (A-Z) Starting with

All Resources

Chemicals & Bioassays APDB CODE {e.g.186G)

Data & Software 1. Go to the Structure Home Page.
DNA & RNA 2. eqer the PDB che in the search pox and press the Go button.
3. Click a structure image to access its record page
Domains & Structures ! 4. Scroll to the molecular graphic section and click on the spin icon to load an interactive view of the structure within the web page. Alternatively, click on
the launch icon to open the advanced (full feature) version of iCn3D, NCBI's web-based 3D structure viewer, in a separate window.

Genes & Expression

Genetics & Medicine . APDB-FORMAT FILE THAT IS NOT IN PDB
Genomes & Maps

1. Try out the new interactive 3D structure viewer, iCn3D.

. Homology - 2. Click "File” and select "Open File" > "PDB File".
Literature 3. Select the file, and click "Load".
. i 4. The 3D view of the structure you have uploaded will now be displayed.
Proteins |
Sequence Analysis A PROTEIN ACCESSION NUMBER (e.g. NP_000240) OR SEQUENCE *!lf )
Faorony 1. Use the Finding_a Structural Template guide to find the most appropriate PDB structure.
Training & Tutorials 2. Continue with step 1 under "a PDB code" above.
Variation

FOLLOW NCBI
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ANy Learn

National Center for Bic NCBI creates a variety of educational products including courses, workshops, webinars, training materials and documentation. NCBI edt

educational materials are available for anyone to re-use and distribute.

| All Database

NCBI Home Vv

Resource List (A-) Tl

All Resources bi

Chemicals & Bioassays
Data & Software
DMA & RNA

Domains & Structures

Genes & Expression

Genetics & Medicine

Genomes & Maps

Homology

Literature

_ Webinars & Conferences & Tutorials Documentation
Proteins Courses Presentations
Sequence Analysis

In-person courses, live Booth exhibits and utorials: Training materials Online manuals, handbooks,
Taxonomy webinars and webinar workshops at scientific in HTML, PDF and video fact sheets and FAQs
recordings conferences formats

L 4] i) -

Training & Tutorials

Variation




m} U.5. National Library of Medicine NCBI Mational Center for Biotechnology Information - My NCBI  Sign Out

NCBIHOME LITERATURE HEALTH GENOMES GENES PROTEINS CHEMICALS POPULAR RESOURCES ¥

All Databases w ‘ Search NCBI ‘

Tutorials

Training materials in HTML, PDF and Video formats

Filter this table

Type Title and Description *

Video A Guide to NCBI: Gene Expression, Part 1 External link. Please review our privacy policy.

Part 1 of the gene expression module from "A L ational Library of Medicine in April 2013

Wideo A Guide to NCBI: Gene Expression, Part 2
Part 2 of the gene expression module from "A Librarian's Guide to MCBI," a workshop held at the National Library of Medicine in April 2013

Wideo A Guide to NCBI: Gene Expression, Part 3
Part 3 of the gene expression module from "A Librarian's Guide to MCBI," a workshop held at the National Library of Medicine in April 2013

PDF Align 2 Sequences

Aligning two groups of sequences and displaying the results in the NCBI sequence viewer

Wideo Assign Downloaders for dbGaP Data

Learn how an authorized user of controlled-access data can assign a downloader role to someone in his/her institution

PDF Batch Data Download and Programmatic Access

Survey of methods for accessing MCBI data using FTP, Aspera and APls

PDF BLAST Guide

https://www.ncbi.nlm.nih.gov/home/tutorials/
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Literature

Proteins

Sequence Analysis

Research

Taxonomy

Develop Analyze

Training & Tutorials

Use NCBI APIs and code
libraries to build applications

Identify an NCBI tool for your
data analysis task

Explore NCBI research and
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insulin  INS

https://www.ncbi.nlm.nih.gov/nuccore/NG_007114.1
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Create RSS  Save
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Gene ID: 3630

RefSeq transcripts (4)

Orthologs Ger

RefSeq Sequences

Search results
Items: 1 to 20 of 23247

@ =66 alen 100 disrantinns

Mucleoti

Species
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Sequence |
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NIH National Library of Medicine

GenBank -

Homo sapiens insulin (INS), RefSeqGene on chromosome 11

NCBI Reference Sequence: NG_007114.1
FASTA  Graphics

Go to:

LOCUS
DEFINITION
ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE
JOURNAL

PUBMED

REFERENCE
AUTHORS
TITLE
JOURNAL

PUBMED

REFERENCE
AUTHORS
TITLE
JOURNAL

NG_@87114 8416 bp DNA linear PRI 22-AUG-2822

Homo sapiens insulin (INS), RefSeqGene on chromosome 11.
NG_ee711l4

NG_@87114.1

Refseq; RefSeqGene.

Homo sapiens (human)

Homo sapiens

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;
Mammalia; Eutheria; Euarchontoglires; Primates; Haplorrhini;
Catarrhini; Hominidae; Homo.

1 (bases 1 to B8418)

Kralovicova 1 and Vorechovsky L.

Allele-specific recognition of the 3' splice site of INS intron 1
Hum Genet 128 (4), 383-48@ (2018)

28628762

2 (bases 1 to B416)

Stead ID, Hurles ME and Jeffreys al.

Global haplotype diversity im the human insulin gene region
Genome Res 13 (9), 2181-2111 (2883)

12952878

3 (bases 1 to 8418)

Naylor,R., Knight Johnson,A. and del Gaudio,D.

Maturity-Onset Diabetes of the Young Overview

(in}) Adam MP, Everman DB, Mirzaa @M, Pagon RA, Wallace SE, Bean
LIH, Gripp KW and Amemiya A (Eds.);

GENEREVIEWS( (R));

(1993}

Change region shown S

Customize view =

Analyze this sequence
Run BLAST

Pick Primers
Highlight Sequence Features

Find in this Sequence

Articles about the INS gene
Insulin Directs Dichotomous Translational
Regulation to Control Humar [Int J Biol Sci. 2022]

Comparison of Quality of Carbohydrate Metrics
Related to Fasting Insulin, Glycr [Mutrients. 2022]

Participation of Magnesium in the Secretion and
Signaling Pathways [Biol Trace Elem Res. 2022]

See all...
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Reference sequence information

RefSeq alternative splicing
See 4 reference mRNA sequence splice variants
for the INS gene
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Basic Local Alighment Search Tool
BLAST+ 2.13.0 is here!

Starting with this release, we are including the
blastn_vdb and tblastn_vdb executables in the
BLAST+ distribution.

BLAST finds regions of similarity between biological sequences.

The program compares nucleotide or protein sequences to

sequence databases and calculates the statistical significance.
Learn more

Thu, 17 Mar 2022 12:00:00 EST More BLAST news...

Web BLAST
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MNew version of PGAF now available!
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BLAST®

Basic Local Alighment Search Tool

BLAST finds regions of similarity between biological sequences.
The program compares nucleotide or protein sequences to

sequence databases and calculates the statistical significance.
Learn more

BLAST+ 2.13.0 is here!

Starting with this release, we are including the
blastn_vdb and tblastn_vdb executables in the
BLAST+ distribution.

Web BLAST
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